Supplementary Material and Methods

Western blot
Protein extracts from fibroblasts were prepared using a lysis buffer containing 50 mM Tris-HCl/pH 8.0, 5 mM EDTA, 150 mM NaCl, 1% (v/v) Triton-X-100, 0.5% (w/v) Nadeoxycholate and 1 mM PMSF. Protein extracts (15 µg per lane) were subjected for separation to 8-15% SDS-PAGE, followed by transfer onto PVDF membranes (Millipore) in a semi-dry blotting chamber according to the manufacturer´s protocol (Bio-Rad). Obtained immunoblots were then blocked by incubating at room temperature (RT) for 1h in blocking buffer [1 × tris-buffered saline (TBS; 50 mM trisHCl, pH 7.5, 50 mM NaCl) containing 5% (w/v) nonfat dried milk and 0.1% (v/v) tween 20], followed by immunostaining for the proteins of interest. In the following, the primary antibodies used for immunoblotting are listed, including the sources and (1:500, Abcam, ab5176), rabbit polyclonal for human Bcl-XL (1:1000, Abcam, ab32370), rabbit polyclonal for human CHOP/GADD153 (1:500, Santa Cruz, sc-793), rabbit polyclonal for human DR5 (1:500, Abcam, ab47179), goat polyclonal for mouse AIF, mitochondrial (1:1000, Santa Cruz, sc-9416), mouse monoclonal for human α-SMA (1:15000, Abcam, ab119952), rabbit monoclonal for human tropomyosin 1
(1:500, Abcam, ab133292), rabbit polyclonal for human collagen α1-type I [COL1A1]
(1:3000, Rockland, #600-401-103), mouse monoclonal for human p53 (1:250, Santa
Cruz, sc-263), rabbit polyclonal for human caspase-3 (1:500, Cell Signaling Technology, #9662), rabbit monoclonal for human cleaved caspase-3 [Asp175]
(1:300, Cell Signaling Technology, #9664), rabbit monoclonal for human cleaved PARP1-p25 (1:500, Abcam, ab32064), and rabbit monoclonal for human p16INK4a (Fig 1A, main manuscript). We therefore repeated the immunoblot by using only fibroblastlysates of vehicle-and pirfendone-treatment, and omitting the LBH589-lysates.
Because we expected only low amounts of H3K27Ac in both conditions, we used the respective antibody in a dilution of 1:2000 and developed the blot after a longer exposure of the luminescence signals (2 min). As shown in Fig 1B (main manuscript) , pirfenidone led also to a significant increase of H3K27-acetylation in IPF-fibroblasts, when compared to vehicle.
In addition, LBH589 also resulted in a very strong increase of tubulin-acetylation in IPF-fibroblasts, as compared to vehicle and pirfenidone, and which was (similar to H3K27Ac) already detected after a short exposure time (20 sec.) by using paradoxically a very low concentration of the anti-acetylated α-tubulin antibody (1:60000) (Fig 1C, main manuscript) . Again, a clear evaluation of tubulin-acetylation status in vehicle-versus pirfenidone-treated IPF-fibroblasts could not be made, and an additional immunoblot of only vehicle-and pirfenidone-treated IPF-fibroblasts was performed. As shown in Fig 1D (main manuscript) , the use of the anti-acetylated α- 
Reverse Transcription-Polymerase Chain Reaction (RT-PCR)
Total cellular RNA was prepared from treated IPF-fibroblasts using the RNeasy  Plus
Mini-Kit (Qiagen) and 600 µL RLT Plus-lysis buffer according to the protocol of the manufacturer. The purity and quantity of the isolated RNA was determined by spectrophotometry at 260/280 nm using NanoDrop 2000c photometer (PeqLab).
Reverse transcription (RT) and PCR were performed sequentially in two separate steps. Complementary DNA (cDNA, 2 µg) was first synthesized by reverse transcription (RT) using 2 µg total RNA, and with use of oligo-dT-primers and the Omniscript-RT-Kit (Qiagen). An aliquot of the finished RT reaction/cDNA (100 ng) was then used for PCR amplification employing gene-specific primers for transcripts.
The complete list of primers used is given in S1 Table. Each 40 extension). The thermal cycler used was from Bio-Rad (model: PTC-1148). In addition, the size of the amplified PCR product for each gene/cDNA, and the number of cycles for amplification of each cDNA, are given in S1 Table. As control experiment, PCR reactions of RNA samples without reverse transcriptase were performed (to exclude amplification of genomic DNA contaminations).
Equal aliquots of the PCR products were electrophoresed through a 2% (w/v) agarose gel containing ethidium bromide in 1× tris-acetate-EDTA (TAE) buffer, and documented by scanning using an UV imager (Gel-Doc XR + , Bio-Rad). Thereafter, band intensities of PCR products were quantified using Image Lab-Software (version 5.2.1, Bio-Rad), and mRNA expression of genes of interest were normalized to the expression of GAPDH.
